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Nomograms and risk scores for predicting the risk of oral cancer in
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Background: Although previous studies have explored the associations of modifiable lifestyle factors with oral
cancer risk, few studies integrated these factors and established predictive tools for oral cancer risk in different
sexes. Methods: Using a case-control study design, a total of 978 oral cancer cases and 2646 healthy controls were
recruited in this study. Nomograms were constructed according to significant factors in multivariable logistic
regression. Risk scores were calculated based on the nomograms and quantified the risk of oral cancer using
restricted cubic spline. Results: Multivariate analyses demonstrated that smoking, alcohol drinking, tea, intake of
fish, seafood, vegetables, fruits, teeth loss, regular dental visits and repetitive dental ulcer were independent
factors for male oral cancer. Passive smoking, age at first intercourse, cooking oil fumes exposure, tea, intake of
beans, vegetables, fruits, teeth loss, regular dental visits and repetitive dental ulcer were associated with female
oral cancer. Then, two nomograms were developed for predicting the probability of oral cancer in men and women
with the C-index of 0.768 (95% CI: 0.723-0.813) and 0.700 (95% CI: 0.635-0.765), respectively. Restricted cubic
splines graphically revealed the risk of oral cancer in individuals with different risk scores. Moreover, the risk
escalated continuously with the increasing number of the risk scores among both sexes. Conclusions: Combining
nomograms with risk scores developed in this study could precisely predict oral cancer occurrence and provide an
accurate risk assessment.

- 130 -



64 2018

Geriatrics & Gerontology International, 18, 1093-1099 (2018), doi: 10.1111/ggi.13317. Epub 2018 Mar 30.
Social participation and the onset of hypertension among the middle-aged
and older population: Evidence from the China Health and Retirement
Longitudinal Study

Tu RY2, Inoue Y3, Yazawa A%, Hao X°, Cai G *®, Li Y7, Lin X® He F°, Yamamoto T*

1 Department of International Health, Institute of Tropical Medicine (NEKKEN), Nagasaki University,
Nagasaki, Japan.

2 Leading Program, Graduate School of Biomedical Sciences, Nagasaki University, Nagasaki, Japan.

3 Carolina Population Center, The University of North Carolina at Chapel Hill, Chapel Hill, North
Carolina, USA.

4 Research Center for Child Mental Development, University of Fukui, Fukui, Japan.

5 China National Health and Development Research Center, Beijing, China.

6 Nagasaki Prefectural Institute of Environment and Public Health, Nagasaki, Japan.

7 Department of Health Management, School of Public Health, Fujian Medical University, Fujian,
China.

8 Department for Chronic and Non-communicable Disease Control and Prevention, Fujian Provincial
Center for Disease Control and Prevention, Fujian, China.

9 Department of Epidemiology, School of Public Health, Fujian Medical University, Fujian, China.

AIM:

While previous studies have examined the association between health-related behaviors and hypertension,
comparatively little attention has been paid to the role of social participation (i.e. participating in community
organizations). The aim of the present study was to investigate the longitudinal association between social
participation and hypertension among the middle-aged and older population (aged >45 years) in China where the
prevalence of hypertension has been increasing rapidly in the past few decades.

METHODS:

Data came from the China Health and Retirement Longitudinal Study waves 2011 and 2013. Information was
obtained from 5483 participants on blood pressure, social participation and covariates. A sex-stratified Poisson
regression model with a robust variance estimator was used to examine the associations.

RESULTS:

During the period between 2011 and 2013, 20.6% of men and 17.2% of women developed hypertension. A Poisson
regression model showed that participating in community organizations once a week or more frequently was
inversely associated with the onset of hypertension in women (incidence rate ratio 0.80, 95% confidence interval
0.67-0.95, P =0.012). Among men, no such association was found.

CONCLUSION:

The present study suggests that promoting social participation might help mitigate the disease burden associated
with hypertension in China, particularly among women. Geriatr Gerontol Int 2018; 18: 1093-1099.
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OBJECTIVES:

There has been little research on the association between social capital and psychological stress measured by a
biomarker, particularly in developing countries. Our objective was to investigate the association between
Epstein-Barr virus (EBV) antibody titer, an indicator of cellular immune function previously shown to be
associated with psychological stress, and social capital among rural community dwellers in Fujian Province,
China.

METHODS:

We conducted a cross-sectional survey in seven rural communities in Fujian in 2015. We used questionnaire data
and dried blood spot samples for the measurement of biomarkers collected from 734 local residents for the
analysis. We conducted a mixed effects regression analysis to investigate the association between EBV antibody
titer and four social capital variables, which included cognitive and structural social capital assessed both at
individual and community levels.

RESULTS:

Community-level structural social capital was inversely associated with psychological stress (coefficient = -0.96,
95% confidence interval [CI]=-1.91, -0.01) while individual-level structural social capital was positively
associated with it (coefficient =0.21, 95% CI=0.07, 0.36). Neither individual- nor community-level cognitive
social capital was associated with psychological stress status.

CONCLUSIONS:

In rural Fujian, China, social capital seemed to be an important determinant of psychological health. While living
in a community with active social interaction may benefit the residents psychologically, social interaction in the
form of strongly bonded relationships may be a source of psychological stress at the individual level due to the
potential demands and obligations that may be associated with such connections.
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Determination of antimicrobial activity of plant-derived polyphenols

against Malassezia pachydermatis and Staphylococcus intermedius
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The emergence of antimicrobial-resistant pathogens has significantly affected treatment outcomes for
malasseziosis and pyoderma in dogs. Here, we determined the antimicrobial activity of plant-derived
polyphenols against Malassezia pachydermatis and S. intermedius, the causative agents of malasseziosis
and SIG infection, respectively. The polyphenols tested were castalagin, (+)catechin,
(—)-epigallocatechin, (—)-epicatechin  gallate, (—)-epigallocatechin-3-O-gallate, myricitrin,
prodelphinidin, procyanidin, resveratrol, rutin, theaflavin, and thearubigin. Minimum inhibitory
concentration (MIC) values of these polyphenols against two yeast species, M. pachydermatis and
Candida albicans, and two bacterial species, S. intermedius and Achromobacter xylosoxidans, were
determined using an agar plate assay. Castalagin had the lowest MIC values against M. pachydermatis
(100 ug/ml) and S. intermedius (50 ug/ml), suggesting its therapeutic potential for skin diseases caused
by these microbes in dogs.
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On-site inspection method for Legionella pneumophila in bath water
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Background Legionella is repeatedly occurring in artificial warm water, avoiding bactericidal effect of
chlorine, mainly by hiding in biofilms. Mature biofilms are costly to remove, requiring intensive and
iterant sanitation management in bathing facilities. A rapid detection method (RDM) using flow
cytometry has been developed to make facility managers recognize the risk of Legionella, but it has not
yet been conducted as an on-site inspection, because of the unwieldy machine and the non-specificity of
bacteria detected by the method. In this study, we examined and improved the RDM by applying a
portable flow cytometer together with nucleic acid staining and Legionella-specific antibody staining.
Materials/Methods The flow cytometer was a device with a 532 nm green laser and weighed 6.5 kg.
After confirming the efficiency of the machine as the RDM, first, we examined the specific and
guantitative potency of the method on spike testing in comparison with a culture method. Antibodies
specific for Legionella pneumophila SG2~SG15 or L. pneumophila SG1 were used. Second, we
evaluated the two methods using 30 water samples collected from 3 different hot tubs with water
originating from 2 wells or a hot spring, at a bathing facility, before and after hyperchlorination under
strict disinfection condition for 5 weeks. After concentrating the samples about 1000 times, the
disinfection effect was examined by counting Legionella cells using RDM.

Results The RDM showed a high correlation (y = 409.26 x 0.8689, R? = 0.95113) with the culture
method in the range of about 102 to 105 CFU/mL in L. pneumophila SG1 spike testing, and L.
pneumophila SG1, SG3, SG4, SG5, SG6, SG9, SG10 and untypable strains could be detected. The
detection limit and the quantification limit of this test method were determined to be 5 cells/100 mL and
229 cells/mL, respectively, corresponding to 32 CFU/100 mL and 235 CFU/mL in culture. In the field
study, three Legionella positive samples averaging 10 CFU/100 mL were found to be equivalent to an
average of 17 cells/100 mL of L. pneumophila SG1 by the RDM in about an hour.

Conclusions The RDM would be available as a monitoring tool for the risk of Legionella on-site,
especially that of L. pneumophila, while discriminating between SG1 or non-SG1. The practical utility
in various facilities remains to be clarified.

Acknowledgement This work was supported by Health and Labour Sciences Research Grant (2016
Kenki-006 to J.M.).
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