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Table 1. Setting of fruit and seed in crosses between loquat and other Rosaceae plants

Cross combination No. of flowers  No. of fruits obtained No. of seeds

Female Male pollinated (percentage) obtained
E. japonica  R. indica

Mogi Rha-1 72 3(4.2) 4
R. indica E. japonica

Rha-1 Mogi 116 0(0) 0
R. indica E. deflexa

Rha-1 De-1 120 30(25.0) 0
P. pyrifolia  E. japonica

Kousui Mogi 122 9(7.4) 0
P. pyrifolia  E. japonica

Housui Mogi 105 0(0) 0
E. japonica P. pyrifolia

Mogi Shinsui 65 4(6.2) 0
C. speciosa E. japonica

Cha-1 Mogi 45 0(0) 0
E. japonica C. speciosa

Mogi Cha-1 60 0(0) 0
E. japonica E. japonica

Mogi Nagasaki N0.13 * 142 125(88.0) 404

* F1 of Nagasakiwase x137-1 ( Champagne self )
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Table 2. SSR genotypes of the hybrids and its parents
SSR marker (bp)
Cultivar Results
CHO02b10 02bl CHO01h01 CHO02b03b

E. japonica
Mogi 129/133 * 269/269 107/109 98/106

R. indica
Rha-1 126/126 250/255 125/125 75177

Hybrid
No. 1 126/133 255/269 107/125 75/98 hybrid
No. 2 129/133 269/269 107/109 106/106 Not offspring of R. indica
No. 3 126/129 250/269 107/125 75/98 hybrid
No. 4 126/133 255/269 107/125 75/98 hybrid

SSR alleles in bold and italic indicate alleles inherited from the female parent

‘Mogi’ and the male parent R. indica, respectively.

Fig. 1. Young leaves of loquat(A), R. indica (C) and their hybrid seedling No. 1(B).
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I I I I
120 125 130 135 bp

Fig. 2. Amplified fragment patterns of CH02B10 SSR from intergenetic hybridization plants.
Lanes 1 to 6 show amplified products of the following varieties. lane 1: Mogi,
lane 2: R. indica, lane 3:No. 1, lane 4: No. 2, lane 5: No. 3, lane 6: No. 4.
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Possibility of Intergeneric Hybrids between Loquat (Eriobotrya
japonica Lindl.) and Other Rosaceae Plants

Shinji Fukuba, Toshiya YAmAamMoTO, Yukiko ToMINAGA and Hirohisa NEsumi

Nagasaki Fruit Tree Experiment Station, 1370 Onibashi-cho, Omura, Nagasaki, 856-0021, Japan

Summary

Intergeneric hybridizations were carried out between loquat (Eriobotrya japonica Lindl.) and other Rosaceae
plants in order to obtain the basic information on intergeneric hybrids. In 4 out of 8 crosses, 4-25% pollinated
flowers bore fruits, however, 4 seeds were obtained from the cross of E. japonica cultivar ‘Mogi’ and
Rhaphiolepis indica. Parentage of 4 individuals derived from an intergeneric cross of E. japonica X R. indica,
was analyzed using 8 SSR (simple sequence repeat) markers. In 3 out of 4 individuals, the parent-offspring
relationships were confirmed because the hybrids inherited SSR alleles from their parents without any
discrepancy. Intergeneric hybrid seedlings showed similar leaf characters of R. indica. At the early stage,
intergeneric hybrid seedlings died within 4 months after germination.
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